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2DCMR, Department of Chemistry, Ecole 
Polytechnique, Palaiseau, France
TOA pm 3:10 Infrared Spectroscopic Evidence for Ring 
Opening of Cyclic Monosaccharides; Sarah 
Stefan1; John R. Eyler 1; Brad K. Bendiak3; Darin 
Brown3; Jos Oomens2; Jeffrey Steill2;
1Department of Chemistry, University of Florida, 
Gainesville, FL; 2FOM Rijnhuizen, Nieuwegein, 
Netherlands; 3University of Colorado Health 
Sciences Center, Denver, CO
TOA pm 3:30 Building and Breaking the Water 
Network:Thermodynamics of Hydration and 
Long-Range Ion Effects from Infrared 
Photodissociation Spectroscopy and Kinetics;
James Prell1; Jeremy O'Brien2; Terrence Chang1;
Evan R. Williams1; 1University of California, 
Berkeley, CA; 2UC Berkeley, Berkeley, CA
TOA pm 3:50 Structures of Bare and Hydrated Pb[AA-H] +
Complexes (AA=Ala, Val, Leu, Ile, Phe, Met) 
by IRMPD Spectroscopy and Computational 
Chemistry; Michael Burt; Sarah Decker; Chad 
Atkins; Mark Rowsell; Travis Fridgen; Memorial 
University of NL, St. John's, Canada
TOA pm 4:10 Vibrational Signatures of Zwitterionic and 
Charge Solvated Structures for Metal-
Complexed Amino Acid Dimers; Warren K 
Mino1; John R. Eyler 1; Robert C. Dunbar2;
Nicolas Polfer1; 1University of Florida, 
Gainesville, FL; 2Case Western Reserve Univ, 
Cleveland, OH
2:30 – 4:30 PM, TUESDAY AFTERNOON 
MS AND IMMUNOLOGY 
Markus Kalkum, presiding 
Room: Ballroom ACE 
TOB pm 2:30 Mass Spectrometry Analysis of Natural HLA-
DR Associated Peptides in Rheumatoid 
Arthritis or Antibiotic-Refractory Lyme 
Arthritis; Chunxiang Yao1; Elise E. Drouin2;
Robert Seward1, 2; Allen C. Steere2; Catherine E. 
Costello1; 1Boston University School of Medicine, 
Boston, MA; 2MGH, Harvard Medical School, 
Boston, MA
TOB pm 2:50 Sequencing and Quantification of IgG 
Fragments and Antigen Binding Regions by 
Mass Spectrometry; Dominique de Costa1;
Ingrid Broodman2; Martijn van Duijn3; Christoph 
Stingl 3; Lennard Dekker3; Peter Burgers3; Henk 
Hoogsteden1; Peter Sillevis Smitt3; Rob van 
Klaveren1; Theo Luider3; 1Erasmus Medical 
Center, Dept. of Pulmonology, Rotterdam, 
Netherlands; 2Erasmus Medical Center, Dept.of 
Clinical Chemistry, Rotterdam, Netherlands; 
3Erasmus Medical Center, Dept. of Neurology, 
Rotterdam, Netherlands
TOB pm 3:10 Proteomic Elucidation of Intrinsic Defense 
Mechanisms Mediated by the Interferon 
Inducible Protein X; Tuo Li; Zixuan Wang; Fang 
Yu; Ileana M. Cristea; Princeton University, 
Princeton, NJ
TOB pm 3:30 A Mass Spectrometric Strategy to Develop 
Multi-Epitope Protein Vaccines against 
Invasive Fungal Infections; Diana Diaz Arevalo;
Teresa Hong; James Ito; Markus Kalkum; City of 
Hope, Duarte, CA
TOB pm 3:50 Identification of Novel Class I MHC-Restricted 
Phosphopeptides for Use as Cancer 
Immunotherapeutics; Jennifer Cottine; Kara 
Cummings; Michelle English; Jeffrey 
Shabanowitz; Victor H. Engelhard; Donald F. 
Hunt; UVA, Charlottesville, VA
TOB pm 4:10 Next Generation Autoimmune Disease 
Diagnostics: Mass Spectrometric and Peptide 
Chip Epitope Analysis of Autoantigens;
Michael O. Glocker 1; Jörn Kekow5; Reinhard 
Guthke2; Dirk Koczan3; Hans-Jürgen Thiesen4;
1Proteome Center Rostock, Rostock, Germany; 
2Hans-Knoell Institute, Jena, Germany; 3Steinbeis 
Transfer Center for Proteomics, Rostock, 
Germany; 4IndyMED GmbH, Rostock, Germany; 
5Otto von Guericke University, Magdeburg, 
Germany
2:30 – 4:30 PM, TUESDAY AFTERNOON 
MS OF CARBOHYDRATES 
Joe Zaia, presiding 
Room: Ballroom BDF 
TOC pm 2:30 21st Century Developments in the Mass 
Spectrometry of Glycans and Glycoconjugates;
Catherine E. Costello; Boston University School 
of Medicine, Boston, MA
TOC pm 2:50 A Systematic Method for Comprehensive 
Glycome Elucidation; Shuai Wu1; Nannan Tao1;
Ning Tang2; Keith Waddell2; Rudi Grimm2; J. 
Bruce German1; Carlito Lebrilla1; 1UC Davis, 
Davis, CA; 2Agilent Technologies, Palo Alto, CA
TOC pm 3:10 High Performance Glycoproteome Analysis of 
Human and Murine Plasma Using Ion Trap 
Mass Spectrometry; Katherine A. Stumpo1;
Laura Shelton2; Thomas Seyfried2; Vernon N. 
Reinhold1; 1University of New Hampshire, 
Durham, NH; 2Department of Biology, Boston 
College, Chestnut Hill, MA
TOC pm 3:30 Method Development for the Comprehensive 
Compositional Analysis of Heparin/Heparan 
Sulfate Disaccharides from Human Serum;
Wei Wei; Milady Ninonuevo; Lieza Marie Danan; 
Julie A. Leary; University of California Davis, 
Davis, CA
TOC pm 3:50 Toward More Structurally Informative 
Tandem MS of Heparan Sulfate: Chemical 
Modifications to Reduce Sulfate Density;
Xiaofeng Shi; Yu Huang; Joseph Zaia; Boston 
University School of Medicine, Boston, MA
TOC pm 4:10 Electron Detachment Of Highly Sulfated 
Glycosaminoglycan Carbohydrates; Franklin E.
Leach III1; Jeremy Wolff3; Tatiana Laremore2;
Zhongping Xiao2; Sailaja Arungundram1; Kanar 
Al-Mafraji1; Andre Venot1; Geert-Jan Boons1;
Robert J. Linhardt2; Jon Amster1; 1University of 
Georgia, Athens, GA; 2Rensselaer Polytechnic 
Institute, Troy, NY; 3Bruker Daltonics, Billerica, 
MA
2:30 – 4:30 PM, TUESDAY AFTERNOON 
NEW DEVELOPMENTS IN IONIZATION 
Sarah Trimpin, presiding 
Room 155 
TOD pm 2:30 ESI-like MALDI Ions; Laserspray Ionization, 
a Powerful New Technique for API Mass 
Spectrometers; Charles N. McEwen1; Sarah 
Trimpin2; 1Univ. of the Sciences in PA, 
Philadelphia, PA; 2Wayne State University, 
Detroit, MI
TOD pm 2:50 Qualitative and Quantitative Behavior of AC 
Electrospray Ionization in Mass Spectrometry 
of Biomolecules; Nishant Chetwani; Catherine 
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Cassou; David Go; Hsueh-Chia Chang; University 
of Notre Dame, Mishawaka, IN
TOD pm 3:10 Low-Temperature Plasma (LTP) Probe 
Ambient Ionization Source: Temporally and 
Spatially-Resolved Investigations of Plasma-
Sample Interactions; Joshua Wiley1; Carsten 
Engelhard2; Ayanna Jackson1; Jacob Shelley2;
Robert Noll1; R. Graham Cooks1; Gary Hieftje2;
1Purdue University, West Lafayette, IN; 2Indiana 
University, Bloomington, IN
TOD pm 3:30 Electrode-Assisted Spray Ionization Mass 
Spectrometry; Abdil Ozdemir2; Chung-Hsuan 
Chen1; 1Genomic Research Center, Taipei, 
Taiwan; 2Department of Chemistry, Sakarya 
University, Esentepe, Turkey
TOD pm 3:50 Exploration and Developments in Nano-
Electrospray Ionization Sources Operating at 
Atmospheric and Sub-Atmospheric Pressure;
R. Brent Dixon; Jason Page; Ioan Marginean; 
Nitin Agrawal; Ryan Kelly; Keqi Tang; Richard 
D. Smith; Pacific Northwest National Laboratory, 
Richland, WA
TOD pm 04:10 Nanospray Desorption Electrospray Ionization 
Mass Spectrometry; Patrick Roach1; Julia 
Laskin1; Alexander Laskin2; 1Pacific Northwest 
National Laboratory, Richland, WA; 
2EMSL/PNNL, Richland, WA
2:30 – 4:30 PM, TUESDAY AFTERNOON 
IDENTIFICATION OF UNUSUAL XENOBIOTIC 
METABOLITES USING MASS SPECTROMETRY 
Benjamin Johnson, presiding 
Room: Hall 2 
TOE pm 2:30 Challenges and Solutions for Detection and 
Identification of Metabolites of Unpredictable 
Structures; Donglu Zhang1; Benjamin M. 
Johnson2; 1Bristol-Myers Squibb, Princeton, NJ; 
2Bristol-Myers Squibb Company, Wallingford, CT
TOE pm 2:50 Metabolomics Data Processing Techniques 
Applied to Metabolite Identification of 
Xenobiotics; Jeffrey L. Whitney; Kenneth L. 
Ray; Mark E. Hail; Novatia, LLC, Monmouth 
Junction, NJ
TOE pm 3:10 Metabolite Profiling in a Discovery 
Environment: A Comparison of Metabolite 
Profiles Following Targeted and Non-Targeted 
Analysis of Well Characterized Drugs; Richard 
Schneider; Veronica Zelesky; Hui Zhang; Pfizer 
Global R&D, Groton, CT
TOE pm 3:30 Evaluation of Combined Quantitative and 
Qualitative Approaches for Pharmaceutical 
Research Using a Hybrid Quadrupole Linear 
Ion Trap Mass Analyzer; Loren Olson; Richard 
Lauman; Renee Huang; AB SCIEX, Foster City, 
CA
TOE pm 3:50 Metabolism of a Vitamin C-Acrolein Adduct in 
Cultured Human Monocytic THP-1 Cells 
Studied by LC-MS/MS; Nicholas G. Kesinger; 
Brandi L. Langsdorf; Cristobal L. Miranda; Jan F. 
Stevens; Oregon State University, Corvallis, OR
TOE pm 4:10 Hybrid Linear Ion-Trap - Orbitrap Mass 
Spectrometry at 100k Resolution for the 
Determination of the Polyether Toxins, 
Azaspiracids, in Shellfish; Kevin James1, 2;
Zuzana Skrabakova1, 2; John O'Halloran2; Frank 
van Pelt2; 1PROTEOBIO, Cork Institute of 
Technology, Cork, Ireland; 2Environmental 
Research Institute, UCC, Cork, Ireland
2:30 – 4:30 PM, TUESDAY AFTERNOON 
DEALING WITH PHOSPHOLIPIDS IN REGULATED 
BIOANALYSIS 
Patrick Vallano, presiding 
Room: Hall 3 
TOF pm 2:30 Dealing with Phospholipids in Regulated 
Bioanalytical Methods: An Overview; Patrick 
Vallano; Tina Bland; Mylan Pharmaceuticals, 
Inc., Morgantown, WV
TOF pm 2:50 Effect of Phospholipids on Efficiency, 
Reproducibility, Accuracy and Linearity of 
Bioanalytical Assays and Importance of 
Removing them during Sample Clean-Up;
Mathieu Lahaie; Jean-Nicholas Mess; Milton 
Furtado; Fabio Garofolo; Algorithme Pharma 
Inc., Laval (Montreal), Quebe, Canada
TOF pm 3:10 Depletion of Phospholipid Matrix Interference 
when Dealing with Small Volume Plasma 
Samples; Craig Aurand1; David S. Bell2; Hillel K. 
Brandes2; Daniel Vitkuske2; 1Sigma Aldrich, 
Bellefonte, PA; 2Supelco/ Sigma Aldrich, 
Bellefonte, PA
TOF pm 3:30 Evaluation of Phospholipids Effect on 
Ionization in LDTD-MS/MS Analysis of 
Human Plasma Extracts from Protein 
Precipitation, SPE and Liquid-Liquid 
Extraction; Pierre Picard; Serge Auger; Patrice 
Tremblay; Phytronix Technologies, Inc., Quebec, 
Canada
TOF pm 3:50 Supported Liquid Extraction vs. Liquid-Liquid 
Extraction: Comparing Phospholipid and 
Analyte Recoveries under Various Extraction 
Conditions; Brian T. Hoffman; Erika Moore; 
Daniel Mulvana; Advion Biosciences, Ithaca, NY
TOF pm 4:10 On-Line Removal of Phospholipids from 
Protein Precipitated Samples Using Silica 
Hydride–Based Trapping Column; Katty X.
Wan; Maria P. Metchkarova; Matthew J. Rieser; 
Abbott Laboratories, Abbott Park, IL
2:30 – 4:30 PM, TUESDAY AFTERNOON 
BIOINFORMATICS IN PROTEOMICS 
Michael MacCoss, presiding 
Room: Hall 4 
TOG pm 2:30 A New Kinetic Model of Peptide 
Fragmentation for Improved Discrimination in 
Peptide Identification; Shaojun Sun1; Chia-Yu 
Yen1; Stephane Houel 2; Natalie Ahn1, 2; Meredith 
Betterton1; William Old1; 1University of 
Colorado, Boulder, CO; 2Howard Hughes 
Medical Institute, Boulder, CO
TOG pm 2:50 Thousandfold Faster Database Searching For 
Peptide Identification from Tandem Mass 
Spectra; Benjamin Diament1; William Noble2;
1Univ of Washington, Seattle, WA; 2University of 
Washington, Seattle, WA
TOG pm 3:10 Template Proteogenomics: Sequencing 
Proteins Using an Imperfect Database; Natalie 
E Castellana 1; Victoria Pham2; David Arnott3;
Jennie Lill4; Vineet Bafna5; 1UCSD, La Jolla, CA; 
2Genentech, South San Francisco, CA; 
3Genentech, Inc., S. San Francisco, CA; 
4Genentech Inc, South San Francisco, CA; 5Univ.
Cal. San Diego, San Diego, CA
TOG pm 3:30 Skyline Targeted Proteomics Environment: 
Sharing SRM/MRM Method Creation and 
Results Analysis across Laboratories and 
Instrument Platforms; Brendan Maclean1;
